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ABSTRACT 
 
The FTO gene variant rs9939609 poses low- (TT genotype) and high- (AT/AA 
genotypes) risks in developing obesity through influences on anthropometric 
measures, food intake, and physical activity. This study among 160 adult 
participants of the 7th NNS was undertaken to elucidate the causes of increasing 
number of overweight and obese Filipino adults. Combining polymerase chain 
reaction (PCR) and the gene sequencing technology, it was found that the high 
risk version of the FTO variant rs9939609 was indeed present in the population. 
Moreover, in the segment of Filipino adults where dietary intake was less than 
the recommended intake of energy, protein, carbohydrates, and fat, a higher risk 
to become obese was profound. This observation implies the possibility that 
genetic susceptibility to unhealthy weight gain can be modified by consuming the 
recommended dietary intake. 
 
INTRODUCTION 
 
The 7th National Nutrition Survey (NNS) conducted by the Food and Nutrition 
Research Institute (FNRI-DOST) revealed that 27 in every 100 Filipino adults 
were overweight and obese. The overweight prevalence had been increasing at 
an annual average of 0.67 percentage point from 1993 to 2008. Android obesity 
which poses risk for more debilitating conditions was found to affect 7 in 10 
Filipino women and 1 in every 10 Filipino men. Current knowledge holds obesity 
as a disorder caused by the interaction between the environment and genetic 
predisposition. The susceptibility for obesity is partly determined by genetic 
factors, but an environment that promotes obesity is typically necessary to 
express the characteristics towards unhealthy weight gain. 
 
 
OBJECTIVES 
 
 

 The study aimed to determine the association of FTO rs9939609 to 
overweight and obesity among Filipino adults surveyed in the 7th National 
Nutrition Survey  

 
 Specifically, it aimed to investigate the association of FTO rs9939609 and 

physical activity, dietary intake, and parameters of obesity such as body 
mass index (BMI), waist circumference (WC), and waist-to-hip ratio (WHR) 
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MATERIALS AND METHODS 
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Figure 1:  Association study of FTO rs9939609 variant with overweight and 
obesity phenotypes. Forest plot of the odds ratios (ORs) and 95% confidence 
intervals (CIs) comparing obesity risk using measures of anthropometry, dietary 
intake, and levels of physical activity. (RENI= Recommended Energy and 
Nutrient Intakes; P=<0.05; Reference = TT genotype) 
 
CONCLUSION 
 
This study involving Filipino adults shows that participants harboring the high risk 
allele A in the FTO gene locus and who did not meet 80% of the recommended 
intake of energy, protein, carbohydrates, and fat are at a higher risk to become 
obese. This observation has important public health implications by highlighting 
the possibility that genetic susceptibility to overweight/obesity may be modified 
by adhering to  the recommended dietary intake. 
 
RECOMMENDATION 
 
Future studies with larger sample size are needed to replicate the common 
findings that FTO rs9939609 is associated with obesity-related  anthropometric 
measures. Further studies on FTO-diet interaction are suggested to define the 
degree of genetic risk posed by FTO that can be modified by diet thus aiming for 
individualized advice to prevent obesity in genetically predisposed individuals. 
 


